Journal of Cellular Biochemistry 116:754-766 (2015)
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ABSTRACT

Adiponectin is an adipose-derived hormone, with beneficial effects on insulin sensitivity and inflammation. The aim of this study was to clarify
the autocrine/paracrine effects of globular adiponectin (gAd) administrated during differentiation on the function of the mature adipocytes.
Experiments were performed on 3T3-L1 preadipocytes treated with gAd (10 nM), starting at an early stage of differentiation. gAd treatment
during differentiation was without effect on mRNA expression of adiponectin and AdipoR2, but increased AdipoR1 expression. PPARgamma,
perillipin and FABP4 mRNA expressions were lower in gAd-treated adipocytes, accompanied by a reduction in lipid accumulation. While
mRNA expression of HSL was not affected by gAd compared to untreated adipocytes, both ATGL and FAS were reduced, indicating that gAd
regulates both lipolysis and lipogenesis. PPARa, ACOX2 and UCPs mRNA expressions were not affected by gAd, indicating that the reduction
in lipid content is not attributed to an increase in fatty-acid oxidation. In accord with the lower PPAR~y expression, there was reduced Glut4
mRNA expression; however, insulin-induced PKB phosphorylation was enhanced by gAd, and glucose uptake was not altered. To investigate
the effect of gAd on LPS-induced inflammatory response, cells were treated with gAd either during differentiation or 24 h before induction of
inflammation in differentiated adipocytes. LPS-induced inflammatory response, as indicated by increase in IL6 and MCP-1 mRNA expression.
gAd given through differentiation was much more effective in abrogating LPS-dependent cytokines production than gAd given to the mature
adipocyte. In conclusion, elevated gAd at differentiation of 3T3-L1 cells leads to reduced lipid content, reduced lipid metabolism and high
resistance to inflammation. J. Cell. Biochem. 116: 754-766, 2015. © 2014 Wiley Periodicals, Inc.

KEY WORDS: ADIPOCYTE; DIFFERENTIATION; GLOBULAR ADIPONECTIN; INFLAMMATION

T he role of adipose tissue in regulating diverse physiological
functions in health and disease has been investigated in depth in
the last two decades. By secreting wide range of adipokines, adipose
tissue affects a wide range of functions, including whole body energy
homeostasis, insulin sensitivity, inflammatory state, blood pressure,
hemostasis, fertility, bone mass, to name a few [Bluher, 2012]. Among
the enormous battery of adipokines, adiponectin is uniquely known as
an important and beneficial factor, which is positively correlated with
insulin sensitivity, and negatively correlated with the risk to develop
metabolic syndrome and systemic inflammation [Berg et al., 2002;
Turer and Scherer, 2012].

Conflicts of Interest: The authors have no conflict of interest to declare.

Adiponectin is a 30kDa protein, constituting approximately
0.01-0.05% of plasma proteins. Paradoxically, although adiponectin
is an adipocyte-derived hormone, its plasma concentrations are
inversely correlated to adipose mass [Arita et al., 1999]. Several
additional factors affect adiponectin secretion, including the location
ofadipose depots, gender, ethnicity, and age [Ryan et al., 2003; Pereira
etal., 2011]. The beneficial metabolic activities of adiponectin are well
recognized, based on studies showing its positive effect on various
tissues involved in metabolic regulation [Berg et al., 2002; Turer et al.,
2012]. In pancreatic B-cells, adiponectin increases both glucose-
induced insulin secretion, and the viability and survival of the cells
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[Chetboun et al., 2012]. In skeletal muscle and the liver, adiponectin
improves insulin sensitivity, as reflected by increased blood glucose
disposal and reduced glucose hepatic production [Berg et al., 2001;
Yamauchi et al., 2002; Miller et al., 2011]. Adiponectin also exerts a
cardioprotective function, by improving plasma lipid profile,
increasing the resistance of cardiomyocytes to ischemia/reperfusion,
and improving endothelial function [Yamauchi et al., 2003b; Shibata
et al., 2005; Yamauchi and Kadowaki, 2008]. Unquestionably, the
main favorable activity of adiponectin is related to its anti-
inflammatory effects. Adiponectin reduces inflammatory responses
both locally in adipose tissue, and systemically. Related to this,
macrophages seem to be the main target for adiponectin function.
Macrophage inflammatory activity is reduced under the influence of
adiponectin, as manifested by reduced phagocytic activity and a shift
in the profile of secreted cytokines from pro-inflammatory (IL6, TNFa,
and MCP) toward anti-inflammatory (IL-10). Circulating adiponectin
exists in several forms; full-length adiponectin, which is multimerized
to the generation of trimer, hexamer and high molecular weight
adiponectin, and the 19kDa cleaved form of the protein, globular
adiponectin. While some of the biological activities of the various
forms are similar, there seem to be some distinct functions [Kadowaki
and Yamauchi, 2005].

Another interesting target tissue of adiponectin is the adipose
tissue itself. The two forms of adiponectin receptors, AdipoR1 and
AdipoR2 are expressed in adipocytes [Rasmussen et al., 2006],
indicating the existence of some local autocrine/paracrine effects of
adiponectin. Several studies have been conducted in order to clarify
the local effect of adiponectin on mature adipocytes, investigating
its effect on glucose uptake [Wu et al., 2003], lipolysis [Wedellova
et al., 2013] and inflammatory response. In relation to its anti-
inflammatory response, administration of adiponectin to fully
differentiated 3T3-L1 adipocytes, reduces LPS-induced IL6 and
TNFa secretion via inhibition of the NFkappaB signaling pathway
[Zoico et al., 2009]. Adiponectin-overexpressing mice showed
improved metabolism, including reduction in blood glucose, higher
insulin sensitivity and enhanced lipid flux [Shetty et al., 2012].
Several tissues are involved in lipid turnover, mainly white adipose
tissue, brown adipose tissue and the liver. Investigating the effect of
adiponectin on the isolated adipocyte is important in order to clarify
the specific effect of the hormone on these cells.

During adipocyte differentiation there is an activation of several
key transcription factors responsible for the coordinated induction
and silencing of vast amount of genes regulating both morphology
and physiology of the mature adipocyte [Cristancho and Lazar,
2011]. The environment of the differentiating cells has a major effect
on the process of adipogenesis, with stable and long term
consequences on the adult, as was demonstrated for the effect of
endocrine disruption chemicals on the function of the mature
adipose tissue [Janesick and Blumberg, 2011]. Despite the important
characteristics adipocytes acquire through their differentiation, the
effect of adiponectin on the differentiation of adipocytes has not yet
been elucidated. In this study, we investigated the notion that
globular adiponectin might program differentiating adipocytes to a
more favorable and healthy mode. To clarify this, we investigated the
effect of gAd given at an early stage of differentiation on the
dynamic expression of several key genes in adipocyte function, and

on the function of the fully differentiated adipocytes in relation to
lipid metabolism, insulin sensitivity and inflammatory response.

CHEMICALS, KITS AND REAGENTS

Mouse globular adiponectin (gAd) was purchased from Peprotech
(Israel). Isobutylmethylxanthine (IBMX), dexamethasone, insulin,
lipopolysaccharide (LPS), 2-deoxy-d-glucose (2-DG) and inhibitors
of proteases and phosphatases were purchased from Sigma. Glycerol
assay was obtained from Cayman (Ann Arbor). PH]2-DG (1 mCi) was
purchased from Perkin-Elmer, Metformin from CalBiochem and XTT
cell proliferation kit was obtained from Biological Industries (Beit
Haemek, Israel). BSA, reagents and media for cell cultures were also
obtained from Biological Industries (Beit Haemek, Israel). Anti-
phospho PKB (S473), PPARy and AMPK (T172) were purchased from
Cell-signaling Technology, anti-actin was purchased from MP, and
secondary antibodies were purchased from Jackson ImmunoRe-
search Laboratories.

CELL CULTURE

3T3-L1 pre-adipocytes were cultured and differentiated as described
by Frost and Lane [1985]. Briefly, cells were grown to confluence in
DMEM containing 10% calf serum (CS), 2 mM glutamine and 1%
ampicillin. Two days after full confluence (day 0), the cells were
induced to differentiate by 3 days incubation in DMEM containing
10% FBS, 0.5 mM IBMX, 1 uM dexamethasone and 100 nM insulin.
This was followed by 2 days of incubation in DMEM containing 10%
FBS and 100 nM insulin. The cells were grown for an additional 5-7
days in DMEM containing 10% FBS. 3T3-L1 adipocytes were used
for the experiment 10-14 days after the initiation of differentiation,
when 80-90% of cells exhibited adipocyte morphology.

gAd ADMINISTRATION PROTOCOLS

In order to study the effect of gAd given continually from early stage
of differentiation, globular adiponectin (10 nM) was administered at
day 0. Fresh gAd was added whenever culture media was replaced
(long term, LT). For short term treatment (ST) gAd was given to fully
differentiated adipocytes for 24 h.

INDUCTION OF INFLAMMATORY RESPONSE

Differentiated adipocytes were transferred to a starvation medium
(serum free, 0.1% fatty acid-free BSA) for 24 h. Inflammatory
response was induced by LPS (1 ng/ml) given for 6 h.

ANALYSIS OF mRNA EXPRESSION BY PCR REACTION

Total RNA was extracted from cells using TRI reagent (Molecular
Research Center, Inc. Cincinnati, OH), according to manufacturers’
instruction. 2.5 ng of total RNA were reverse transcribed by oligo dT
priming (Stratascript 5.0 multi-temperature reverse transcriptase,
Stratagene) according to the manufacturers’ instructions. Real-time
PCR amplification reactions were performed using SYBRGreen Master
mix (ROVALAB), by the MxPro QPCR instrument (Stratagene).
Primers for real time PCR reactions were synthesized by Integrated
DNA Technologies (IDT, Israel).
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Primer sequences were as follows:

ACOX2: forward 5'-
tettggtgtggegagataca-3'.
Adiponectin: forward 5'- gacaccaaaagggctcaggat-3/, reverse 5'-
aagaggaacaggagagcttgca-3'.

AdipoR1: forward 5'- tcgtgtataaggtctgggag-3’, reverse 5'-
gtgaaatagcacaaaaccaa-3'.

AdipoR2: forward 5'- cacaaccttgettca-3', reverse 5'- atact-
gaggggtgge-3'.

ATGL/PNPLA2: forward 5'- ggaaccaaaggacctgatga-3’, reverse 5'-
getctttcatecaccggata-3'.

FABP4: forward 5'- agcctttctcacctggaaga-3/, reverse 5'- aagec-
cactcecacttettt-3'.

FASn: forward 5'- ttgctggcactacagaatge-3/, reverse 5'- aacagect-
cagagcgacaat-3’.

Glut4: forward 5'- accctgggctetgtatece-3/, reverse 5'- ggttegteatt-
gagcgaggag-3'.

HSL: forward 5'-
tetegttgegtttgtagtge-3'.
IL1B: forward 5'- gcccatectetgtgactcat-3/, reverse 5'- aggcca-
caggtattttgtcg-3'.

IL6: forward: 5'- cctaccccaatttec-3/, reverse 5'- ttggtccttacce-
cactectte-3.

IL10: forward 5'- tgcactaccaaagccacaag-3/,
tgggaagtgggtgcagttat-3'.

MCP-1: forward 5'- cactcacctgetgetacteatcatt-3/, reverse 5'-
tetggacccattecttettg-3'.
PPARa: forward 5'-
ccgaatctttcaggtegtgt-3'.
PPARgamma: forward 5'- gccagtttcgatecgtagaa-3/, reverse 5'-
aatccttggecctctgagat-3'.

Perilipin: forward 5- ccagttcacagctgecaatg-3/, reverse 5'-
ttcgaaggegggtagagatg-3'.

TNFa: forward: 5'- cectcacactcagateatcttet-3/, reverse 5'- getac-

gacgtgggetacag-3'.

aagtggccaggtttctgatg-3/, reverse 5'-

tgetettettegagggtgat-3/,  reverse  5'-

reverse 5'-

atgccagtactgecegtttte-3/, reverse 5'-

UCP1: forward 5- gecttcagatccaaggtgaa-3/, reverse 5'-
taagccggetgagatettgt-3'.
UCP2: forward:  gcgttctgggtaccatecta-3/,  reverse  5'-
getetgageecttggtgtag-3'.
UCP3: forward 5'- gtctgectcatcagggtgtt-3’, reverse 5'-

cctggtecttaccatgeagt-3'.
Mouse HPRT was used as housekeeping gene: forward 5'-
gttgttggatatgecettg-3’, reverse 5'- aaagcctaagatgagegea-3'.

OIL RED STAINING

Differentiated 3T3-L1 cells were fixed in 20% PFA for 20 min. After
washing thoroughly with distilled water, cells were incubated with a
working solution of Oil Red O (36% triethyl phosphate) for 30 min,
and washed with water. To quantify the staining, the dye was
extracted using isopropanol, and absorbance was measured using
Tecan Infinite F200 microplate reader (Tecan, Salzburg, Austria),
wavelength of 510 nm.

TRIGLYCERIDE (TG) DETERMINATION

Cells were lysed using RIPA buffer containing anti-proteases and
anti-phosphatases. The samples were homogenized and centrifuged
at 14,000 rpm for 20 min. The supernatant was collected and protein
concentration was measured using the Bradford method. TG
contents of 3T3-L1 adipocytes was measured immediately using

Triglycerides liquid reagent set (Pointe Scientific), and results were
normalized according to protein concentration of each sample.

GLYCEROL RELEASE ASSAY

3T3-L1 cells were treated with gAd during differentiation as
described (gAd Administration Protocols Section). Differentiated
adipocytes were preincubated in DMEM containing 2% fatty acid-
free bovine serum albumin, in the absence of FCS for 12 h. Glycerol
level in the medium was measured immediately using Glycerol
release assay kit (Cayman Chemical).

WESTERN IMMUNOBLOT ANALYSIS

Differentiated 3T3-L1 cells were treated with gAd according to the
appropriate protocol as described. Protein lysates were prepared
using RIPA buffer supplemented with protease and phosphatase
inhibitors. The samples were homogenized and centrifuged at
14,000 rpm for 20 min. The supernatant was collected and protein
concentration was measured using the Bradford method. 20 p.g
protein per lane was separated by SDS-polyacrylamide gel elect-
rophoresis. Proteins were electrophoretically transferred onto
nitrocellulose membranes. The membranes were blocked in 10%
dry milk, incubated with the appropriate antibodies and proteins
immunodetected using the enhanced chemiluminescence method.

CELL VIABILITY

Viability of preadipocytes and differentiating adipocytes was
assessed either by direct measurement of cell number, using trypan
blue and automated cell counter (Luna, Logos Biosystems) or by
using XTT assay, which is a cell proliferation kit, based on the
ability of viable cells to reduce tetrazolium salt (XTT) into colored
compounds of formazans. The dye intensity is measured according
to manufacturer’s instruction, by an ELISA reader (Tecan,
Salzburg, Austria). The effect of gAd on viability was measured
in preadipocytes and on differentiating adipocytes. In order to
measure preadipocyte viability, cells were subcultured on a96-well
plate at a concentration of 5x 10* cells/ml in growth medium
containing gAd. The medium was discarded and replaced daily
with medium containing fresh gAd. Viability was measured at
day 0 (8 h following seeding), and 24 and 48 h later. In order to
measure the effect of gAd on the viability of differentiating
adipocytes, cells were cultured as described in Cell Culture Section,
gAd was administrated as described in gAd Administration
Protocols Section starting at day O and viability was measured
at days 3, 5, 7, 10, and 12.

GLUCOSE UPTAKE

Differentiated adipocytes, pretreated with gAd beginning at day 0 of
differentiation (LT) or 24 h before measuring glucose uptake (ST)
were preincubated for 2 h in serum-free DMEM. Starvation media
was replaced with PBS with or without the presence of 100 nM
insulin for 30 min. cells were washed twice with warm (37°C) PBS,
the final wash being replaced immediately with PBS containing
0.1 mM 2DG and 0.5 p.Ci [*H]-2DG. Non-specific glucose uptake was
measured by the addition of 20 .M of cytochalasin B. Cells were then
incubated for 10 min in 37°C, washed three times with cold PBS, and
lysed with 1% SDS. The contents of each well were transferred to a
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different plate containing scintillation liquid (Optiphase,

Perkin-Elmer), and counted using microbeta (Perkin-Elmer).

STATISTICAL ANALYSIS

Values are presented as means =+ SEM. Statistical differences between
the treatments and controls were tested by unpaired two-tailed Student’s
t-test or one-way analysis of variance (ANOVA), followed by
Bonferroni’s posthoc testing, when appropriate. Analysis was performed
using the GraphPad Prism 5.0 software. A difference of P<0.05 orless in
the mean values was considered statistically significant.

EFFECT OF gAd ON THE EXPRESSION OF ADIPONECTIN AND ITS
RECEPTORS

In this study we attempted to clarify the possible autocrine/paracrine
effect of gAd given continuously during differentiation on 3T3-L1
adipocyte differentiation and function. We first investigated
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whether treatment with gAd might affect the endogenic production
of adiponectin by the cells. The effect of gAd on mRNA expression of
adiponectin receptors was followed as well. As can be seen in
Figure 1A, treatment with gAd did not affect mRNA production of
adiponectin by the cells, suggesting that there is no downregulation
of adiponectin production. There are two different receptors for
adiponectin, AdipoR1 and AdipoR2. The expression of AdipoR1 is
higher than AdipoR2 in both preadipocytes and differentiated
adipocytes (Fig. 1B). Figure 1C shows the expression of AdipoR1 as a
function of age. During differentiation, mRNA level of AdipoR1 is
only temporarily increased at day 6; thus the expression of AdipoR1
mRNA in fully-differentiated 3T3-L1 is similar to the expression of
this receptor in 3T3-L1 preadipocytes (—2 day). In gAd-treated cells,
the increased expression on the 5th day was not detected; however,
gAd induced an increase in mRNA expression of this receptor in
fully-differentiated adipocytes. AdipoR2 mRNA expression is
increased in differentiated 3T3-L1 adipocyte, and was not affected
by administration of gAd (Fig. 1D).
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Fig. 1. Effect of gAd administration on mRNA expression of adiponectin and its receptors. gAd (10 nM) was administrated to differentiating preadipocytes as described in
Materials and methods section. mRNA of adiponectin (A), AdipoR1 (C) and adipoR2 (D) was measured by real-time PCR. Results were normalized to the expression of
housekeeping gene, HPRT, and are presented as fold change compared to the expression in preadipocytes. Results are mean £ SEM of three independent experiments. *P<0.05,
**P<0.005, **P<0.0005 compared to untreated cells at the matched-day of differentiation, by Student's t-test. B: Relative expression of AdipoR1 and adipoR2 in untreated
preadipocytes and adipocytes. Results are mean & SEM of three independent experiments. **P<0.005 by Student's t-test.
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LIPID ACCUMULATION IS DECREASED BY gAd

The main physiological role of adipocytes is to store excess energy in
the form of lipids, mainly Triglycerides (TG). TGs are stored in lipid
droplets, surrounded by perilipin which separates the TG from the
cytoplasmic soluble lipolytic enzymes. Although the adipocyte is
capable of enlarging its volume with increased lipid storage, some
functions of the adipocyte are disturbed by excess hypertrophy, as
detected by altered profile of secreted cytokines and adipokines,
macrophage infiltration toward the hypertrophic adipose tissue etc.

We next investigated the effect of gAd on lipid accumulation in
adipocytes. Figure 2A shows that although lipid content was
markedly increased in gAd-treated and untreated cells, gAd caused a
20% reduction in lipid accumulation in cells treated throughout the
differentiation process, as determined by ORO staining. This result
was confirmed by specifically measuring intracellular TG (Fig. 2B),
showing that gAd-treated cells contained 1.41 mg TG/mg protein,
compared to 1.71 mg TG/mg protein in untreated adipocytes. In
accord with these findings, gAd-treated differentiated cells dis-
played a lower expression of perilipin mRNA than untreated
adipocytes, as illustrated in Figure 2C. The reduction in lipid
accumulation is in accordance with lower PPARy mRNA and protein
expression in gAd-treated adipocytes compared to untreated
differentiated cells (Fig. 3A and B). As PPARY is a key regulator
of adipocyte differentiation, expressed at early stages of differ-
entiation [Cristancho and Lazar, 2011], we followed the effect of gAd
on PPARYy expression through the differentiation process (Fig. 3C). It
can be seen that although gAd reduced PPAR+y expression at the end
of differentiation compared to untreated adipocytes, the adipokine
increased the expression of this transcription factor at day 8 of
differentiation.

Reduced lipid accumulation in adipocytes may result from
different mechanisms such as reduced lipid synthesis, increased
lipolysis or increased fatty acid oxidation and energy expenditure.
In order to distinguish among the different pathways, we measured
the expression of several genes involved in regulating the
metabolic pathways in adipocytes (Fig. 4A). mRNA expression
of hormone-sensitive lipase (HSL) and adipose triglyceride lipase
(ATGL), enzymes known to play a key role in lipolysis, was
measured. While mRNA expression of HSL was not affected by
gAd, the expression of ATGL was reduced in cells treated by the
hormone, compared to untreated differentiated adipocytes.
Glycerol was measured in medium of differentiated adipocytes,
and found to be lower in gAd treated cells, indicating reduced rate
of lipolysis (Fig. 4B), in accordance with mRNA level of ATGL. In
addition, as is shown in Figure 4A, mRNA expression of FAS, an
enzyme catalyzing the elongation of malonyl-coA to fatty acids
during lipogenesis, was also reduced in gAd treated cells compared
to its expression level in preadipocytes, suggesting a reduction in
the overall turnover of lipids in the adipocyte. Expression levels of
FABP4 (fatty acid binding protein 4, also known as ap2) mRNA
were measured as well, FABP4 is a fatty acid binding protein
expressed in adipose tissue, having a role in fatty-acid import,
storage, and export. Expression of FABP proteins seems to be
proportional to the rates of fatty-acid metabolism in most cells
[Furuhashi and Hotamisligil, 2008]. mRNA expression of FABP4
was increased during adipocytes differentiation, but its expression

level was lower in gAd-treated adipocytes, compared to untreated
adipocytes, in accord with the reduced lipid content in gAd-treated
cells (Fig. 2A and B), reduced expression of PPARy (Fig. 3) and
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Fig. 2. gAd reduces lipid accumulation in differentiated 3T3-L1 adipocytes.
gAd (10 nM) was administrated to differentiating preadipocytes as described in
Materials and methods section. A: Preadipocytes and gAd-treated and
untreated differentiated adipocytes were stained with ORO, stains were
extracted by isopropanol and optical density was measured. Relative results are
presented. B: TG content was measured in extract of adipocytes using
Triglycerides liquid reagent set. Results were normalized to protein
concentration. **P<0.005, **P<0.0005 by one way ANOVA followed by
Bonferroni's multiple comparison posthoc test. Dynamic mRNA expression of
perilipin (C) was measured by real-time PCR. Results were normalized to the
expression of housekeeping gene, HPRT, and are presented as fold change
compared to the expression in preadipocytes. Results are mean &= SEM of three
independent experiments. *P<0.05 compared to untreated cells at the
matched-day of differentiation, by Student's t-test.
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lower expression of genes involved in lipid metabolism; ATGL and
FAS. Expression of PPAR«, a nuclear receptor playing a role in
fatty acid oxidation [Vega et al., 2000], was found to be very low
in both preadipocytes and differentiated cells, with no difference
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Fig. 3. gAd reduces PPARy expression in differentiated 3T3-L1 adipocytes.
gAd (10 nM) was administrated to differentiating preadipocytes as described in
Materials and methods section. A: mRNA expression of PPARy in differentiated
3T3-L1 adipocytes with and without the administration of gAd. Results were
normalized to the expression of housekeeping gene, HPRT, and are presented as
fold change compared to the expression in preadipocytes. B: Western blot
analysis was performed on cell lysates using anti PPARy or anti actin, this is a
representative blot of three independent experiments. C: Dynamic mRNA
expression of PPARy during differentiation by real-time PCR. Results were
normalized to the expression of housekeeping gene, HPRT, and are presented as
fold change compared to the expression in preadipocytes. *P<0.05,
**P<0.0005 compared to untreated cells at the matched-day of
differentiation, by Student's t-test.

between untreated and gAd-treated differentiated adipocytes.
mRNA expression of ACOX2 (Acyl Co-A Oxidase 2), a gene
catalyzing the key step in peroxisomal B-oxidation was increased
during differentiation, but not affected by gAd. AMPK is known to
be phosphorylated and activated by adiponectin and is recognized
as a major player in the transduction of adiponectin signaling in
several cells [Yamauchi et al., 2002; Huypens et al., 2005],
mediating the effect of adiponectin on lipid metabolism. As can be
shown in Figure 4C, AMPK was phosphorylated by metformin,
used as positive control, but was not affected by gAd.
Uncoupling proteins (UCPs) are located at the inner membrane of
the mitochondrion, enabling proton flux toward the mitochondrial
matrix, leading to reduced proton gradient and reduced efficiency of
ATP production by ATP synthase. While brown adipose tissue was
the first tissue described to express UCPs, mainly UCP1, other
members of the UCP family were also found to be expressed in other
tissues. In order to clarify whether gAd reduced lipid content in
adipocytes via enhancing energy expenditure mechanisms, we
measured the expression of UCPs in these cells. Both preadipocytes
and differentiated adipocytes express negligible levels of UCP1 and
UCP3 (data not shown). Expression of UCP2 is temporarily increased
through the differentiation process (3rd day). However, no difference
in expression of UCP2 could be detected between gAd-treated and
untreated differentiated adipocytes (Fig. 5A), suggesting that
inefficient mitochondrial energy production is not the main
mechanism responsible for reduced lipid content in gAd-treated
adipocytes. Measuring the reduction of tetrazolium salts (XTT)
supports the conclusion that metabolic activity of adipocytes is not
affected by gAd. XTT is reduced to a colorimetric formazan product
in the presence of metabolically active cells. The formation of XTT-
formazan is in proportion to both the quantity and activity of cells
[Sieuwerts et al., 1995]. Confluent, differentiating 3T3-L1 cells, are
unable to proliferate, thus, measuring XTT in differentiated
adipocytes represents their metabolic activity. gAd did not affect
metabolic activity of adipocytes, as is shown in Figure 5B. This is in
difference from its effect on pre-adipocytes, showing that gAd
increased the production of XTT-formazan in pre-adipocytes by
115% and 125% (24 and 48 h treatment, respectively) compared to
control (Fig. 5C), but did not affect cell number, as measured by an
automated cell counter (data not shown) indicating that the increase
in XTT is attributed to increased metabolic rate in pre-adipocytes.

EFFECT OF gAd ON INSULIN SENSITIVITY

Adipose tissue is considered to be one of the main target tissues for
regulation of blood glucose by insulin. Adipocytes participate in
glucose disposal following glucose challenge, by increasing glucose
uptake via glucose transporter-4 (Glut4). Adiponectin is known to
improve insulin sensitivity. The possibility that adiponectin
improves adipocyte response to insulin by an autocrine/paracrine
mechanism was investigated by measuring Glut4 mRNA expression
(Fig. 6A), glucose uptake (6B) and PKB phosphorylation (6C and D).
gAd reduced mRNA expression of Glut4. Neither short (ST, 24 h) nor
long (LT, during differentiation) exposure to gAd was accompanied
by reduced basal or insulin-dependent glucose uptake. Similarly,
gAd did not affect insulin-induced glucose uptake when using lower
concentrations of insulin (1 and 10 nM, data not shown).
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Protein kinase B (PKB) is a key enzyme required for the
transmission of insulin signaling, and phosphorylation of PKB on
ser473 is necessary for its activation by insulin. The effect of gAd on
PKB phosphorylation is shown in Figure 6C and D. It can be seen that

while short term treatment with adiponectin only slightly increased
insulin-induced PKB phosphorylation, chronic treatment with the
adipokine had a significant insulin sensitizing effect.

EFFECT OF gAd ON LPS-INDUCED INFLAMMATORY RESPONSE
Obesity is accompanied by the presence of sub-clinical, low-grade
inflammation, which is abetted by the hypertrophic, inflamed
adipose tissue. The inflammatory state, characterized by elevated
pro-inflammatory cytokines, is a common denominator of some of
the complications related to obesity, such as atherosclerosis and
insulin resistance. Adipocytes differentiated in the presence of gAd
expressed higher levels of IL6 mRNA than untreated adipocytes (1.37
and 6.58 fold increase relative to undifferentiated cells in control and
gAd treated cells, respectively, Fig. 7A), however this induction of
IL6 expression is much lower than that obtained by LPS, as shown in
Figure 7B. Stimulating cells by LPS models the inflammatory stimuli.
The effect of gAd on LPS-induced inflammatory response was
investigated, by measuring the mRNA expression of the pro-
inflammatory cytokines IL6, IL13, TNFa and MCP-1, and IL10, an
anti-inflammatory cytokine. As can be seen in Figure 7B, LPS
stimulated the expression of IL6 by 82 fold compared to untreated
adipocytes. gAd given through the differentiation process almost
completely protected cells from the inflammatory stimuli, leading to
a reduction of 94% in IL6 expression compared to LPS-treated cells.
Differentiated adipocytes treated with gAd for 24h before the
administration of LPS, showed lower resistance to LPS (50%
compared to the effect of LPS on untreated cells). Similar results
were found related to MCP-1 expression (Fig. 7C). IL1B, TNFa, and
IL10 mRNA were barely detected in differentiated 3T3-L1 either with
or without LPS stimulation (not shown).

The beneficial properties of adiponectin on the metabolic state are
well established, and are associated with increased insulin
sensitivity, reduced risk to atherosclerosis and inflammation [Berg
et al., 2002]. These effects are mediated via its actions on several
target tissues, including the most extensively studied skeletal muscle
[Tomas et al., 2002; Yamauchi et al., 2002], liver [Berg et al., 2001;
Miller et al., 2011] and pancreatic B-cells [Huypens et al., 2005;
Wijesekara et al., 2010; Chetboun et al., 2012] as well as renal
podocyte [Sharma et al., 2008] and cardio-myocytes [Shibata et al.,
2005]. In addition, both AdipoR1 and AdipoR2 are expressed by
adipocytes, indicating the existence of paracrine/autocrine path-
ways. However the effect of adiponectin on adipocyte function has
not been fully clarified.

In this study, globular adiponectin was supplemented to the media
of cells at early stage of differentiation. Although the dominant
isoform in serum is the full length adiponectin, the globular form is
highly effective in improving hyperglycemia and hyperinsulinemia
[Yamauchi et al., 2003a]. Some differences in the biological activities
of the isoforms had been reported, such as higher activity of the full
length adiponectin in hepatocytes, while the globular form found to
be more effective in skeletal muscle [Yamauchi et al., 2002].
However, the metabolic effect of the globular and full-length
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isoforms were found to be similar in most models, and both isoforms
induce the activation of signaling molecules such as AMPK
[Yamauchi et al., 2002] and PPARa and the propagation of
downstream pathways [Yamauchi et al., 2003a; Palanivel et al.,
2007]. The possible variation in activity of full-length and gAd had
not been elucidated yet in adipocytes, and should be clarified further
in future studies.

It is important to note that administration of gAd did not alter
endogenic mRNA production of the hormone by the cells, suggesting
that no downregulation of endogenous hormonal production
machinery occurred, and the treatment actually increased gAd level
in the environment of differentiating adipocytes. In addition, mRNA
expression of adiponectin receptors was not downregulated. Similar
to previous studies [Rasmussen et al., 2006], we found that
differentiated adipocytes express higher mRNA levels of AdipoR1
than AdipoR2. However, while the expression of AdipoR1 is more or
less stable during differentiation, AdipoR2 expression is markedly

induced in differentiated adipocytes, indicating a specific role of
AdipoR2 in the functional adipocyte. gAd was found to increase the
expression of AdipoR1 in differentiated adipocytes. The selective
increase of AdipoR1 expression in gAd-treated cells may be due to its
higher binding affinity for gAd that was used in this study, and weak
affinity for fAd [Yamauchi et al., 2003a], while AdipoR2 which has a
higher affinity for binding to fAd, was not affected by the
administration of gAd in this study. Specific inhibition of these
receptors might be used in future studies in order to clarify the
specific role of each receptor in the differentiation and function of
the adipocyte.

We found that although gAd-treated cells differentiated into
mature adipocytes, gAd reduced the lipid content of differentiated
adipocytes, as indicated by direct measurement of triglycerides, and
also supported by reduced mRNA expression of perilipin, a protein
that coats the lipid droplets in the adipocyte. It is known that adipose
cell size, independently of body mass index, is inversely correlated
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Bonferroni's posthoc test.

with metabolic perturbations, mainly insulin resistance and
disturbed lipid profile, as well as induction of inflammatory
pathways and fatty liver [0’Connell et al., 2010]. Our study suggests
that gAd directs the adipocytes to a preferred function and eliminates
excess lipid storage by adipocytes. We hypothesize that by
autocrine/paracrine mechanisms gAd maintains homeostasis of

lipid storage in the adipocyte, thus eliminating surplus lipid storage,
that insult the functionality of the cell (Mlinar and Marc, 2011),
leading to alteration in the profile of adipokines secreted by the cells,
including alteration in the secretion of adiponectin. Studies on
effects of expression of fAd in 3T3 preadipocyte by stable
transfection show increased lipid storage in the mature adipocyte,
in contrast to our results [Fu et al., 2005]. However, in addition to the
difference between studies in the isoform used, stable transfection of
adiponectin showed increased adiponectin level only 7 days
following the induction of differentiation [Fu et al., 2005], while
we supplemented the media with constant concentration of gAd at
day O of differentiation. In addition, in the study of Fu et al.,
downregulation of the expression of the two receptors was
demonstrated, which might explain the differences between the
two studies.

PPARy mRNA expression is increased at day 3 of differentiation
in both treated and untreated cells, but is higher at the 8th day in
gAd-treated cells. On the other hand, gAd reduced the expression of
PPARYy in fully differentiated adipocytes. PPARy is a major and
critical transcription factor that regulates the transcription of
various genes encoding proteins involved in creating the adipocyte
phenotype [Ntambi and Young-Cheul, 2000]. In addition, although
its expression is normally reduced at late differentiation stages in
relation to earlier stages, PPARYy is also crucial for maintaining the
appropriate function of the mature adipocyte, and is associated with
both local and systemic effects, including increased glucose uptake,
and whole body insulin sensitivity. PPARy also increased lipo-
genesis, attributed to recruitment of preadipocytes and hyperplasia
of adipocytes, mainly in subcutaneous depots [Kajita et al., 2013]. In
addition, PPARy improved secretory profile of the adipocyte,
increasing secretion of insulin sensitizing factors, such as adipo-
nectin and reducing pro-inflammatory cytokines [MacKellar et al.,
2009]. Thus, while PPARy is a known positive regulator of
adiponectin expression [Iwaki et al., 2003], our data show that
gAd also affects PPARy expression, in a complicated biphasic
pattern; gAd increased the expression of PPARvy through differ-
entiation, but reduced its expression in mature adipocytes. These
observations are in accordance with the lower lipid accumulation of
the gAd-treated mature adipocyte, and lower expression of perilipin
and FABP4, which are known to be highly regulated during
differentiation and their mRNA is transcriptionally controlled by
fatty acids and PPARy [Furuhashi and Hotamisligil, 2008].

Reduced PPAR+y expression in gAd-treated differentiated adipo-
cytes was also accompanied by lower expression of ATGL and FAS.
Low expression of these genes suggests reduced turnover of lipids in
gAd-treated cells. In adiponectin-overexpressing mice, a reduction
in FAS mRNA was also found, along with increased expression of
genes involved in fatty acid oxidation [Shetty et al., 2012], however,
our results indicate that gAd did not affect AMPK phosphorylation,
PPARa expression, fatty acid oxidation and metabolic rate in
differentiated adipocytes, and the reduced lipid content should be
attributed to low rate of lipogenesis. AMPK phosphorylation and
activation is a known event involved in the propagation of
adiponectin signaling [Yamauchi et al.,, 2002; Huypens et al.,
2005; Shibata et al., 2005], and was found to mediate its effects on
glucose metabolism and fatty-acid oxidation in several target tissues
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of the hormone, such as skeletal muscle and hepatocytes. However,
our results show that gAd did not induce AMPK phosphorylation,
and support the existence of an AMPK-independent pathway as was
demonstrated by several studies [Holland et al., 2011; Miller et al.,
2011; Gu and Li, 2012], suggesting a role of ceramidase activation
and sphingolipids metabolism in adiponectin signaling cascade. The
involvement of ceramidase in gAd effects in adipocytes should be
investigated in depth.

Reduced GLUT4 mRNA found in gAd adipocytes may also result
from reduced PPAR+y expression; however insulin sensitivity was not
disturbed, as was demonstrated by measuring basal and insulin-
induced glucose uptake. Moreover, insulin-induced PKB phosphor-
ylation was higher in gAd-treated cells, indicating that gAd
sensitizes the adipocytes to insulin signaling. Induction of PKB
phosphorylation by adiponectin, independent of AMPK phosphor-
ylation was also demonstrated in pancreatic B-cells [Wijesekara
et al., 2010]. We show that gAd sensitizes insulin signaling pathway
in adipocytes as well, and suggest that this event compensates for the
reduction in PPARYy and Glut4 expression, enabling the preservation
of intact glucose uptake in gAd treated adipocytes.

Adiponectin is known to be negatively correlated with inflamma-
tion [Yamauchi and Kadowaki, 2008]. Paradoxically, we found that
chronic exposure to gAd lead to increased expression of IL6, a pro-
inflammatory cytokine. It was suspected that recombinant gAd used
in this study is contaminated with very low amounts of LPS which
may exert some inflammatory response which are actually unrelated
to adiponectin [Turner et al., 2009]. However, in the current study cells
were treated with gAd at the beginning of the differentiation (day 0),
while the increase in IL6 mRNA was detected 12 days later. Thus, it
seems that the induction of IL6 expression is not related to residual
LPS contamination, if it exists, and is specific for the effect of gAd on
the mature adipocytes. These results are in accord with those of
Awazawa et al., who used IL6 KO mice and neutralizing antibodies to
show that adiponectin upregulates IRS2 protein expression and
insulin sensitivity via the induction of moderate production of IL6 by
macrophages [Awazawa et al., 2011]. In addition, high lipid levels
were found in IL6-deficient mice [Wallenius et al., 2002], while
increased IL6 was accompanied by low plasma cholesterol and TG
[Hashizume et al., 2010], indicating that IL6 at physiological
concentrations play a role in maintaining lipid metabolism. Our
finding, showing increased IL6 expression in adipocytes by gAd, a
hormone correlated with an improved metabolic state, supports the
idea that IL6 has some physiologic functions. The effects of low IL6
concentrations on adipocytes function should be further clarified.

In contrast to the induction of moderate levels of IL6 mRNA
expression, gAd abrogated the pathological LPS-dependent IL6
expression, In this study we showed that in addition to the known
mechanism, in which adiponectin ameliorates inflammation through
mediating local and systemic activity of macrophages leading to
reduced secretion of pro-inflammatory cytokines by the immune cells
[Yokota et al., 2000; Wulster-Radcliffe et al., 2004], gAd also enhances
the resistance of the adipocytes to inflammatory stimuli. Adipocytes
treated with gAd before the induction of inflammation by LPS, acquire
resistance to the inflammatory stimuli, as indicated by abrogation of
LPS-induced IL6 and MCP-1 mRNA expression. TNFa and IL10
expression by 3T3-L1 adipocytes were almost undetectable in both

LPS-treated and untreated cells, as was also reported previously [Hoch
etal., 2008]. These results are in accord with previous studies showing
reduced expression of pro-inflammatory cytokines in adipocytes
treated with adiponectin. This effect was suggested to be mediated by
reduced activation of NFkB [Zoico et al., 2009]. However, our results
demonstrated that while gAd given to differentiated adipocytes, as
administrated in the previous studies, only partially reduced
inflammatory response, treating the adipocytes continuously during
differentiation almost completely blocked the elevation of pro-
inflammatory cytokines, mainly IL6. This suggests that early exposure
to gAd may provide higher resistance to inflammatory stimuli. As
expanded adipose tissue is characterized by pro-inflammatory cell
infiltration, causing chronic, low-grade inflammation, which has
significant systemic adverse consequences, such as insulin resistance
and the progression of atherogenic processes [Sell and Habich, 2012],
identification of additional strategies to reduce adipose inflammation
is important.

Adiponectin-overexpressing mice showed improved metabolic
function under high fat diet. In their study, Asterholm et al. [2010]
suggest that adiponectin increases metabolic flexibility of the
organism by balancing the ability to enhance expansion of adipose
tissue while also enhancing the ability to respond to lipolytic stimuli,
and suggest that under the effect of adiponectin, adipose tissue acts
as an efficient “metabolic sink.” They hypothesize that adiponectin
increases clonal expansion of preadipocytes as well as adipocyte
differentiation. Our study supports this idea, demonstrating the
benefits of early exposure of the developing adipose tissue to gAd.

In conclusion, this study demonstrates the potential beneficial
effect of increased adiponectin level in the environment of the
developing adipose tissue in order to program the cells to
differentiate toward a healthy tissue. The molecular mechanisms
mediating this programing, and the possible involvement of
epigenetic events involved in the effect of gAd on the differentiating
adipocytes are currently under study.

REFERENCES

Arita Y,Kihara S, Ouchi N, Takahashi M, Maeda K, Miyagawa J, Hotta K,
Shimomura I, Nakamura T, Miyaoka K, Kuriyama H, Nishida M, Yamashita S,
Okubo K, Matsubara K, Muraguchi M, Ohmoto Y, Funahashi T, Matsuzawa Y.
1999. Paradoxical decrease of an adipose-specific protein, adiponectin, in
obesity. Biochem Biophys Res Commun 257:79-83.

Asterholm IW, Scherer PE. 2010. Enhanced metabolic flexibility associated
with elevated adiponectin levels. Am J Pathol 176:1364-1376.

Awazawa M, Ueki K, Inabe K, Yamauchi T, Kubota N, Kaneko K, Kobayashi M,
Iwane A, Sasako T, Okazaki Y, Ohsugi M, Takamoto I, Yamashita S, Asahara
H, Akira S, Kasuga M, Kadowaki T. 2011. Adiponectin enhances insulin
sensitivity by increasing hepatic IRS-2 expression via a macrophage-derived
IL-6-dependent pathway. Cell Metab 13:401-412.

Berg AH, Combs TP, Du X, Brownlee M, Scherer PE. 2001. The adipocyte-
secreted protein Acrp30 enhances hepatic insulin action. Nat Med 7:947-953.
Berg AH, Combs TP, Scherer PE. 2002. ACRP30/adiponectin: An adipokine
regulating glucose and lipid metabolism. Trends Endocrinol Metab 13:84-89.

Bluher M. 2012. Clinical relevance of adipokines. Diabetes Metab J 36:317-327.

Chetboun M, Abitbol G, Rozenberg K, Rozenfeld H, Deutsch A, Sampson SR,
Rosenzweig T. 2012. Maintenance of redox state and pancreatic beta-cell
function: Role of leptin and adiponectin. J Cell Biochem 113:1966-1976.

7 64 AUTOCRINE/PARACRINE FUNCTION OF gAd

JOURNAL OF CELLULAR BIOCHEMISTRY



Cristancho AG, Lazar MA. 2011. Forming functional fat: A growing
understanding of adipocyte differentiation. Nat Rev Mol Cell Biol 12:722-734.

Frost SC, Lane MD. 1985. Evidence for the involvement of vicinal sulfhydryl
groups in insulin-activated hexose transport by 3T3-L1 adipocytes. J Biol
Chem 260:2646-2652.

Fu Y, Luo N, Klein RL, Garvey WT. 2005. Adiponectin promotes adipocyte
differentiation, insulin sensitivity, and lipid accumulation. J Lipid Res
46:1369-1379.

Furuhashi M, Hotamisligil GS. 2008. Fatty acid-binding proteins: Role in
metabolic diseases and potential as drug targets. Nat Rev Drug Discov 7:489-503.

Gu W, Li Y. 2012. The therapeutic potential of the adiponectin pathway. Bio
Drugs 26:1-8.

Hashizume M, Yoshida H, Koike N, Suzuki M, Mihara M. 2010. Overproduced
interleukin 6 decreases blood lipid levels via upregulation of very-low-
density lipoprotein receptor. Ann Rheum Dis 69:741-746.

Hoch M, Eberle AN, Peterli R, Peters T, Seboek D, Keller U, Muller B, Linscheid
P. 2008. LPS induces interleukin-6 and interleukin-8 but not tumor necrosis
factor-alpha in human adipocytes. Cytokine 41:29-37.

Holland WL, Miller RA, Wang ZV, Sun K, Barth BM, Bui HH, Davis KE,
Bikman BT, Halberg N, Rutkowski JM, Wade MR, Tenorio VM, Kuo MS,
Brozinick JT, Zhang BB, Birnbaum MJ, Summers SA, Scherer PE. 2011.
Receptor-mediated activation of ceramidase activity initiates the pleiotropic
actions of adiponectin. Nat Med 17:55-63.

Huypens P, Moens K, Heimberg H, Ling Z, Pipeleers D, Van de Casteele M.
2005. Adiponectin-mediated stimulation of AMP-activated protein kinase
(AMPK) in pancreatic beta cells. Life Sci 77:1273-1282.

Iwaki M, Matsuda M, Maeda N, Funahashi T, Matsuzawa Y, Makishima M,
Shimomura L. 2003. Induction of adiponectin, a fat-derived antidiabetic and
antiatherogenic factor, by nuclear receptors. Diabetes 52:1655-1663.

Janesick A, Blumberg B. 2011. Endocrine disrupting chemicals and the
developmental programming of adipogenesis and obesity. Birth Defects Res C
Embryo Today 93:34-50.

Kadowaki T, Yamauchi T. 2005. Adiponectin and adiponectin receptors.
Endocr Rev 26:439-451.

Kajita K, Mori ], Kitada Y, Taguchi K, Kajita T, Hanamoto T, Ikeda T, Fujioka K,
Yamauchi M, Okada H, Usui T, Uno Y, Morita H, Ishizuka T. 2013. Small
proliferative adipocytes: Identification of proliferative cells expressing
adipocyte markers [Review]. Endocr J 60:931-939.

MacKellar J, Cushman SW, Periwal V. 2009. Differential effects of
thiazolidinediones on adipocyte growth and recruitment in Zucker fatty
rats. PLoS One 4:e8196.

Miller RA, Chu Q, Le Lay J, Scherer PE, Ahima RS, Kaestner KH, Foretz M,
Viollet B. 2011. Adiponectin suppresses gluconeogenic gene expression in
mouse hepatocytes independent of LKB1-AMPK signaling. and M J
Birnbaum 121:2518-2528.

Mlinar B, Marc J. 2011. New insights into adipose tissue dysfunction in
insulin resistance. Clin Chem Lab Med 49:1925-1935.

Ntambi JM, Young-Cheul K. 2000. Adipocyte differentiation and gene
expression. J Nutr 130:31225-3126S.

0'Connell J, Lynch L, Cawood TJ, Kwasnik A, Nolan N, Geoghegan J, McCormick A,
O'Farrelly C, 0’'Shea D. 2010. The relationship of omental and subcutaneous
adipocyte size to metabolic disease in severe obesity. PLoS ONE 5:€9997.

Palanivel R, Fang X, Park M, Eguchi M, Pallan S, De Girolamo S, Liu Y,
Wang Y, Xu A, Sweeney G. 2007. Globular and full-length forms of
adiponectin mediate specific changes in glucose and fatty acid uptake and
metabolism in cardiomyocytes. Cardiovasc Res 75:148-157.

Pereira RI, Wang CC, Hosokawa P, Dickinson LM, Chonchol M, Krantz MJ,
Steiner JF, Bessesen DH, Havranek EP, Long CS. 2011. Circulating
adiponectin levels are lower in Latino versus non-Latino white patients at
risk for cardiovascular disease, independent of adiposity measures. BMC
Endocr Disord 11:13.

Rasmussen MS, Lihn AS, Pedersen SB, Bruun JM, Rasmussen M, Richelsen B.
2006. Adiponectin receptors in human adipose tissue: Effects of obesity,
weight loss, and fat depots. Obesity (Silver Spring) 14:28-35.

Ryan AS, Berman DM, Nicklas BJ, Sinha M, Gingerich RL, Meneilly GS, Egan
JM, Elahi D. 2003. Plasma adiponectin and leptin levels, body composition,
and glucose utilization in adult women with wide ranges of age and obesity.
Diabetes Care 26:2383-2388.

Sell H, Habich C, Eckel J. 2012. Adaptive immunity in obesity and insulin
resistance. Nat Rev Endocrinol 8:709-716.

Sharma K, Ramachandrarao S, Qiu G, Usui HK, Zhu Y, Dunn SR, Ouedraogo R,
Hough K, McCue P, Chan L, Falkner B, Goldstein BJ. 2008. Adiponectin
regulates albuminuria and podocyte function in mice. J Clin Invest
118:1645-1656.

Shetty S, Ramos-Roman MA, Cho YR, Brown J, Plutzky J, Muise ES, Horton
JD, Scherer PE, Park EJ. 2012. Enhanced fatty acid flux triggered by
adiponectin overexpression. Endocrinology 153:113-122.

Shibata R, Sato K, Pimentel DR, Takemura Y, Kihara S, Ohashi K, Funahashi T,
Ouchi N, Walsh K. 2005. Adiponectin protects against myocardial ischemia-
reperfusion injury through AMPK- and COX-2-dependent mechanisms. Nat
Med 11:1096-1103.

Sieuwerts AM, Klijn JG, Peters HA, Foekens JA. 1995. The MTT tetrazolium
salt assay scrutinized: How to use this assay reliably to measure metabolic
activity of cell cultures in vitro for the assessment of growth characteristics.
Eur J Clin Chem Clin Biochem 33:813-823.

TomasE, Tsao TS, Saha AK, Murrey HE, Zhang C, Itani SI, Lodish HF, Ruderman
NB. 2002. Enhanced muscle fat oxidation and glucose transport by ACRP30
globular domain: Acetyl-CoA carboxylase inhibition and AMP-activated
protein kinase activation. Proc Natl Acad Sci U S A 99:16309-16313.

Turer AT, Browning JD, Ayers CR, Das SR, Khera A, Vega GL, Grundy SM,
Scherer PE. 2012. Adiponectin as an independent predictor of the presence
and degree of hepatic steatosis in the Dallas Heart Study. J Clin Endocrinol
Metab 97:E982-E986.

Turer AT, Scherer PE. 2012. Adiponectin: Mechanistic insights and clinical
implications. Diabetologia 55:2319-2326.

Turner JJ, Smolinska MJ, Sacre SM, Foxwell BM. 2009. Induction of TLR
tolerance in human macrophages by adiponectin: Does LPS play a role. Scand
J Immunol 69:329-336.

Vega RB, Huss JM, Kelly DP. 2000. The coactivator PGC-1 cooperates with
peroxisome proliferator-activated receptor alpha in transcriptional control of
nuclear genes encoding mitochondrial fatty acid oxidation enzymes. Mol Cell
Biol 20:1868-1876.

Wallenius V, Wallenius K, Ahren B, Rudling M, Carlsten H, Dickson SL,
Ohlsson C, Jansson JO. 2002. Interleukin-6-deficient mice develop mature-
onset obesity. Nat Med 8:75-79.

Wedellova Z, Kovacova Z, Tencerova M, Vedral T, Rossmeislova L, Siklova-
Vitkova M, Stich V, Polak J. 2013. The impact of full-length, trimeric and
globular adiponectin on lipolysis in subcutaneous and visceral adipocytes of
obese and non-obese women. PLoS ONE 8:e66783.

Wijesekara N, Krishnamurthy M, Bhattacharjee A, Suhail A, Sweeney G,
Wheeler MB. 2010. Adiponectin-induced ERK and Akt phosphorylation
protects against pancreatic beta cell apoptosis and increases insulin gene
expression and secretion. J Biol Chem 285:33623-33631.

Wu X, Motoshima H, Mahadev K, Stalker TJ, Scalia R, Goldstein BJ. 2003.
Involvement of AMP-activated protein kinase in glucose uptake stimulated by the
globular domain of adiponectin in primary rat adipocytes. Diabetes 52:1355-1363.

Waulster-Radcliffe MC, Ajuwon KM, Wang J, Christian JA, Spurlock ME.
2004. Adiponectin differentially regulates cytokines in porcine macrophages.
Biochem Biophys Res Commun 316:924-929.

Yamauchi T, Kadowaki T. 2008. Physiological and pathophysiological roles
of adiponectin and adiponectin receptors in the integrated regulation of
metabolic and cardiovascular diseases. Int J Obes (Lond) 32:S13-S18.

JOURNAL OF CELLULAR BIOCHEMISTRY

765

AUTOCRINE/PARACRINE FUNCTION OF gAd



Yamauchi T, Kamon J, Ito Y, Tsuchida A, Yokomizo T, Kita S, Sugiyama T,
Miyagishi M, Hara K, Tsunoda M, Murakami K, Ohteki T, Uchida S, Takekawa S,
Waki H, Tsuno NH, Shibata Y, Terauchi Y, Froguel P, Tobe K, Koyasu S, TairaK,
Kitamura T, Shimizu T, Nagai R, Kadowaki T. 2003a. Cloning of adiponectin
receptors that mediate antidiabetic metabolic effects. Nature 423:762-769.

Yamauchi T, Kamon J, Minokoshi Y, Ito Y, Waki H, Uchida S, Yamashita S,
Noda M, Kita S, Ueki K, Eto K, Akanuma Y, Froguel P, Foufelle F, Ferre P,
Carling D, Kimura S, Nagai R, Kahn BB, Kadowaki T. 2002. Adiponectin
stimulates glucose utilization and fatty-acid oxidation by activating AMP-
activated protein kinase. Nat Med 8:1288-1295.

Yamauchi T, Kamon J, Waki H, Imai Y, Shimozawa N, Hioki K, Uchida S, Ito Y,
Takakuwa K, Matsui J, Takata M, Eto K, Terauchi Y, Komeda K, Tsunoda M,
Murakami K, Ohnishi Y, Naitoh T, Yamamura K, Ueyama Y, Froguel P,

Kimura S, Nagai R, Kadowaki T. 2003b. Globular adiponectin protected ob/ob
mice from diabetes and ApoE-deficient mice from atherosclerosis. J Biol
Chem 278:2461-2468.

Yokota T, Oritani K, Takahashi I, Ishikawa J, Matsuyama A, Ouchi N, Kihara S,
Funahashi T, Tenner AJ, Tomiyama Y, Matsuzawa Y. 2000. Adiponectin, a
new member of the family of soluble defense collagens, negatively regulates
the growth of myelomonocytic progenitors and the functions of macro-
phages. Blood 96:1723-1732.

Zoico E, Garbin U, Olioso D, Mazzali G, Fratta AM, Di Francesco V, Sepe
A, Cominacini L, Zamboni M. 2009. The effects of adiponectin on
interleukin-6 and MCP-1 secretion in lipopolysaccharide-treated 3T3-
L1 adipocytes: Role of the NF-kappaB pathway. Int J Mol Med 24:
847-851.

7 66 AUTOCRINE/PARACRINE FUNCTION OF gAd

JOURNAL OF CELLULAR BIOCHEMISTRY



